
.act_site
.anno_af2_pLDDT

.anno_af2_rsa
.anno_af2_secondary

.anno_secondary
.binding

.cadherin
.carbohyd

.disulfid
.post transl. mod.

.protein kinase
.signal

.site
.topo_dom
.transmem

A
C
D
E
F
G
H
I

K
L
M
N
P
Q
R
S
T
V
W
Y

0 50 100 150 200 250 300 350 400 450 500 550 600 650 700 750 800 850 900 950 1000 1050 1100
pos.orig

al
t

ANNO_secondary HELIX STRAND TURN

0.00 0.25 0.50 0.75 1.00
label

0.25 0.50 0.75
Patho

40 60 80
ANNO_pLDDT

0.00 0.25 0.50 0.75 1.00
ANNO_RSA

RET

.act_site
.anno_af2_pLDDT

.anno_af2_rsa
.anno_af2_secondary

.anno_secondary
.binding

.cadherin
.carbohyd

.disulfid
.post transl. mod.

.protein kinase
.signal

.site
.topo_dom
.transmem

A
C
D
E
F
G
H
I

K
L
M
N
P
Q
R
S
T
V
W
Y

0 50 100 150 200 250 300 350 400 450 500 550 600 650 700 750 800 850 900 950 1000 1050 1100
pos.orig

al
t

−0.250.00 0.25 0.50
GoF−LoF

ANNO_secondary HELIX STRAND TURN

40 60 80
ANNO_pLDDT

0.00 0.25 0.50 0.75 1.00
ANNO_RSA

−1.0 −0.5 0.0 0.5 1.0
label

RET


